The thiadiazoyl and sulfonyl-benzene rings in the title compound, C 20 H 23 N 3 O 3 S 3 , are aligned to the same side of the molecule, forming a twisted 'U' shape [dihedral angle = 77.6 (5) ]. The benzyl-benzene ring is orientated in the opposite direction from the molecule but projects approximately along the same axis as the other rings [dihedral angle between benzene rings = 28. 2 (5) ] so that, overall, the molecule has a flattened shape. The hydroxy and amine groups are almost syn which enables the formation of intermolecular hydroxy-OHÁ Á ÁN(thiadiazoyl) and amine-HÁ Á ÁO(sulfonyl) hydrogen bonds leading to a supramolecular chain aligned along the a axis.
Related literature
For background to the use of amino alcohols in medicinal chemistry, see : Ferreira et al. (2009) ; de Oliveira et al. (2008) ; Brik & Wong (2003) ; Ghosh et al. (2001) ; Parikh et al. (2005) ; Andrews et al. (2006) . For the anti-malarial activity of hydroxyethylpiperazines, see . For the biological activity of hydroxyethylsulfonamides, see: Cunico et al. (2008 Cunico et al. ( , 2011 Cunico, Gomes, Facchinetti et al. (2009) . For related structures, see : Cunico, Gomes, Harrison et al. (2009) ; Gomes et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Data collection
2.05 (4) 2.902 (10) 163 (9)
Symmetry code: (i) x À 1; y; z.
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
The use of the EPSRC X-ray crystallographic service at the University of Southampton, England, and the valuable assistance of the staff there is gratefully acknowledged. JLW acknowledges support from CAPES (Brazil). 3, (Ferreira et al., 2009; de Oliveira et al., 2008; Brik & Wong, 2003 , Ghosh et al., 2001 Parikh et al., 2005; Andrews et al., 2006) . Some of us recently reported the anti-malarial activity of hydroxyethypiperazines against Plasmodium falciparum ) and of hydroxyethylsulfonamide derivatives against Plasmodium falciparum (Cunico et al., 2008; Cunico, Gomes, Facchinetti et al., 2009) , and mycobacterium tuberculosis H37Rv (Cunico et al., 2011) . In conjunction with these biological studies, crystal structure determinations of (2R,4S)-4-(arylmethyl)-1-(4-phenyl-3-amino-2-hydroxybutyl)-piperazine derivatives (Cunico, Gomes, Harrison et al., 2009) and an example of a pyrimidyl derivative have been carried out. In continuation of these structural studies, we now report the synthesis, Fig. 1 , and structure of the title compound, (I).
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Experimental
Referring to Fig. 1 , trifluoroacetic acid (1.5 ml, 20 mmol) was added to a solution of 2 (2 mmol), prepared from 1 and 5-methyl-1,3,4-thiadiazole-2(3H)-thione, in CH 2 Cl 2 (6 ml). The mixture was stirred for 6 h, rotary evaporated to leave a residue, which was dissolved in EtOAc (20 ml), successively washed with 5% NaHCO 3 aqueous solution, water and brine, and dried over MgSO 4 . The solvent was removed to afford the corresponding free amine, which was dissolved in EtOAc (10 mL) to which were added triethylamine (2.2 mmol) and N,N-dimethylformamide (0.2 mmol). The system was stirred for 30 minutes under nitrogen and p-toluenenesulfonyl chloride (2.0 mmol) was slowly added. The mixture was stirred for 2 J = 8. 
1330, 1161 (O═S═O); 686 (C-S).

Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-1.00 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C).
The O-and N-bound H atoms were located from a difference map and refined with the distance restraints O-H = 0.84 ± 0.01 and N-H = 0.88±0.01 Å, and with U iso (H) = zU eq (carrier atom); z = 1.5 for O and z = 1.2 for N. The refinement of the Flack absolute sturcture was ambiguous [refined value = 0.24 (19)] and 1482 Friedel pairs were averaged in the final refinement and the absolute configuration was assigned on the basis of the chirality of the L-serine starting material. The small (0.02 x 0.02 x 0.14 mm) needle was weakly diffracting but it was not deemed necessary to secure a data set with synchrotron radiation. The poor nature of the sample is also reflected in the relatively high values of R int and in the residuals. However, the structure has been determined unambiguously. ) showing displacement ellipsoids at the 50% probability level. 3, 
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